[Chromosomal phylogeny of 7 species of Sciurinae].
The sequence of chromosomal rearrangements that leads to the karyotypes of living species of Sciurinae is hardly compatible with a dichotomic evolution. The most probable hypothesis is that of a populational chromosomal evolution: the different lineages would have been isolated successively from an ancestral population in which several chromosomal rearrangements would have spread to more or less important fractions of the population. The proposed order in the succession of these isolations (Marmota monax, Sciurus vulgaris, Callosciurus flavimanus, Heliosciurus gambianus, Atlantoxerus getulus, Eutamias sibiricus then Menetes berdmorei) fits the paleontological data.